. Profile of liverresident memory CD8 T cell in the healthy human liver. (a) Boxes on FACS plots define the representative sequential gating strategy identifying CD8 T cells in the human liver (live lymphocytes, singlets, CD45 + CD3 + , and CD8 + ) using 16-color flow cytometry. FSC-A, forward scatter; Live/dead, fixable dead cell stain; SSC-A, side scatter. (b and c) Frequency of the percent CD69 − CD103 − (b) and percent CD69 + CD103 − (c) within memory (CD45RA − ) CD8 in healthy control PBMCs (white; n = 40) or healthy livers (gray; n = 54). (d and e) Summary data from circulating (white), intrahepatic CD45RA − CD69 − CD103 − (gray), intrahepatic CD45RA − CD69 + CD103 + (black), or intrahepatic CD45RA − CD69 + CD103 − (striped bars) memory CD8 T cells from healthy donors for CCR7 (%; n = 7) and CD62L (%; n = 7; d) and T-bet (MFI; n = 22), Eomes (MFI; n = 12), Blimp-1 (MFI; n = 10) and Hobit (MFI; n = 7; e). (f) Frequency of either CD8 + CD45RA − CD69 + CD103 + or CD8 + CD45RA − CD69 + CD103 − within a gate for mucosal-associated invariant T cells (MAIT, CD45 + CD3 + CD8 + CD161 high Vα7.2 + ; black) or γδ T cells (CD45 + CD3 + pan-γδTCR + ; gray). (g) Immunofluorescence staining of a frozen liver section: CD8 (green) and CD103 (red) showing a representative CD8 + CD103 + T cell localized within a sinusoidal space surrounded by hepatocytes. (h and i) Summary data from circulating (white), intrahepatic CD45RA − CD69 − CD103 − (gray), intrahepatic CD45RA − CD69 + CD103 + (black), or intrahepatic CD45RA − CD69 + CD103 − (striped bars) memory CD8 T cells from healthy donors for CXCR6 (%; n = 24), CXCR3 (MFI; n = 21; h), CD98 (MFI; n = 12), and CD14 (%; n = 20; i). (j) Representative histograms and summary data from circulating (white), intrahepatic CD45RA − CD69 − CD103 − (gray), and intrahepatic CD45RA − CD69 + CD103 + (black) memory CD8 T cells from healthy donors for granzyme A (MFI; n = 12) or granzyme K (MFI; n = 12). Error bars indicate means ± SEM; *, P < 0.05; **, P < 0.01; ***, P < 0.001; ****, P < 0.0001; p-values were determined by a Mann-Whitney t test (b and c) or a Kruskal-Wallis test (ANO VA) with a Dunn's post-hoc test for pairwise multiple comparisons (d, e, h, i, and j). Fig. 4 (c and g) . Error bars indicate means ± SEM; *, P < 0.05; p-values were determined by Spearman's Rank Order Correlation or Mann-Whitney t test. 
